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Puc. 2. VI3meHeHne NOBEpXHOCTHOH dKcnpeccuu Oenka B2M
B knetkax suan HEK293T (a) u T-ketounoro perentopa B kietkax auaun Jurkat (6)
10CJie FTEHOMHOI'O PEIAKTUPOBAHUS C UCIONb30BaHUEM JBYX SERNA

Fig. 2. Changes in the surface expression of the B2M protein
in HEK293T cells (a) and the T-cell receptor in Jurkat cells (b)
after genomic editing using two sgRNAs



