IpencraBnennocts Firmicutes

IIpencrasieHHocTh Actinobacteria

1E+06

1E+05

1E+04

1E+03

1E+02

1E+05

1E+03

1E+01

ala

s 0»&!.

o0
L

Jlo TTCK 14-ii nens  30-ii nensp 100-i neHn

6lc

Ho TI'CK 14-ii neus  30-it nenp 100-i geHb

Puc. 3. VI3meHeHne npeICTaBICHHOCTH Han00Iee MHOTOUHCIICHHBIX
0TAeI0B OaKTepuii B MUKPOOHOTE KHIIeYHHKa nanueHToB nocie TI'CK
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Fig. 3. Changes in the abundance of prevalent taxa of gut microbiota in patients after HSCT
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