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Puc. 3. XapaxkrepucTika nomMophu3mMa JOKyCOB TE€CT-CHCTEMBI
B BeIOOpKax ankoit (Wild) u pepmepckoii (Farm) Mopd imcuisr 0OBIKHOBEHHOI
(Na — cpenHee 4ucIiIo BbISBICHHBIX ajuteneil; Ne — cpeanee unciio (G (eKTHBHBIX aJuieleil Ha JIOKYC;
Na freq > 5 % — cpenHee uyncio ajuiesnei ¢ 4acToToit Bcrpedaemoctu 6oiee 5 %,
No privat — 4ncio yHUKaJIbHBIX IJIsl BRIOOPKH aynteneii)

Fig. 3. Characterisation of the polymorphism of the test system loci
in samples of wild (Wild) and farm (Farm) morphs of the red fox
(Na — average number of identified alleles; Ne — average number of effective alleles per locus;
Na freq > 5 % — average number of alleles with a frequency of occurrence of more than 5 %;
No privat — the number of alleles unique for the sample)



