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Puc. 4. Opranmzanus knactepa Ouoperpaganuu GpeHomia, coaepkamero oneponsl pheA2A1 u catABC,

B reHOMax Oaktepuil pona Rhodococcus pa3nuuHbIX TPy

Fig. 4. Organisation of phenol degradation cluster consisting of pheA2A1 and catABC operons

in bacteria Rhodococcus genomes of different groups



