gtcggctccattgccatcggcccctcaccttcgtttccagctcgtcgtcggcgctccgacctgcgcatcc

cagccgaggtaacggtagccggggagtggaagcaaaggtcgagcagcagccgcgaggctggacgcgtagg

J—A—A;
Thr Pro Glu Met
[ pheR

gtgtggttcgagcgcgtgcgatccagtgtgatgcggaacacggccccaggcaaacagggcccttcggccc

cacaccaagctcgcgcacgctaggtcacactacgccttgtgccggggtccgtttgtcccgggaagccggg
[ CRP-site |

actcaccgcgctaggtggatagtgaccgcgctcactggatcgcacaagttccacgacgtccatatggtct

tgagtggcgcgatccacctatcactggcgcgagtgacctagcgtgttcaaggtgctgcaggtataccaga
[ PheR-bind site ]

gtgtcacatcgaatcgaagtccaccacaacccgcaccggacaggaggacgcagacatggatcagcgcaca

cacagtgtagcttagcttcaggtggtgttgggcgtggcctgt{:ctcctgcgtctgtacctagtcgcgtgt

Met Asp GIn Arg Thr

| pheA2

[—
RBS_pheA2

4868 920 1. H.

4868 990 1. H.

4869 060 1. H.

4869 130 1. H.

Puc. 6. PerynstopHble nociejoBaTeIbHOCTH onepona pheA2A41 y 6akrepuii mramma R. pyridinivorans SAp

Fig. 6. Regulatory regions of the pheA2A41 operon in the bacteria R. pyridinivorans strain 5SAp genome



