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Puc. 7. PaznooOpasue ajbTepHaTHBHBIX BAPHAHTOB K30HOB, TEHEPHPYEMBIX HAa OCHOBE
KaHOHHUYECKHX HK30HOB rHOpuaHOro oHKoreHa RUNXI-RUNXITI. TlpencraBneHo pacnpeneneHne
94acTOT BCTPEYAEMOCTH TEHEPHPYEMBIX BAPUAHTOB CPEIU BCEX BAPHAHTOB YK30HOB THOPHIHOTO
onkoreHa RUNXI1-RUNXITI, oGHapyHBaeMbIX C HOMOLIBIO YKa3aHHOTO METOa

Fig. 7. A diversity of alternative exons generated on the basis of the canonical exons
of the fusion oncogene RUNXI-RUNXITI. This plot shows the frequency distribution of the occurrence
of variants generated on the basis of given canonical exon among all variants
of exons of the fusion oncogene RUNXI-RUNXIT] detected by indicated method



