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Puc. 8. Bxiiag anbTepHaTHBHBIX IPOMOTOPHBIX 00nacteit RUNXI-nokyca u caiToB

aJIBTCPHATUBHOTO MMOJHaICHUINPOBaHUs B pasHooOpasue MPHK rubpuanoro oukorena RUNXI-RUNXITI:

a — BKJIaj BHEIIHETO, BHYTPEHHEro NpoMoTopoB 1 mpomoropa RUNX1/PRO7

B (hopmupoBanue 5'-xkorna MPHK rubpunsoro onxorena RUNXI-RUNXITI;

6 — BKJIaJI TOYEK aJIbTEPHATUBHOTO MOJTNAICHUIINPOBAHUS B (JOPMUpPOBAHUE
3'-konna MPHK rubpugsoro onkorena RUNXI-RUNXITI.
Jloxanu3zanus nIeHTHGUINPOBAHHBIX ¢ TpUMeHeHneM anroputMma KLEAT-2.0 n ananu3a mOKpbITUS
CaiTOB MMOJIMAICHUINPOBAHN [TOKa3aHa C TOMOIIBIO BEPTHKAIBHBIX CTPEIOK. DK30HBI 0003HAYEHBI IPSIMOYTONEHUKAMHY,

HMHTPOHEI — TOPU3OHTAIBHBIMHY JINHUSIMH, HalIpaBJICHHE TPAHCKPHUIIIIUN — CTPEIIKAMH B «TEJIe» TPAHCKPHUIITOB

Fig. 8. The contribution of alternative promoter regions of the RUNX1 locus and alternative
polyadenylation sites to the mRNA diversity of the fusion oncogene RUNXI-RUNXITI:
a — the contribution of the external, internal promoters and the RUNX1/PR07
promoter to the formation of the 5’-end of the fusion oncogene RUNXI-RUNXITI mRNA;
b — the contribution of alternative polyadenylation sites to the formation of the 3'-terminus of fusion
oncogene RUNX1-RUNXITI mRNA. Localization of the polyadenylation sites identified
by the algorithm KLEAT-2.0 and analyzing the coverage is shown using the vertical arrows.
The exons are indicated by rectangles, the introns are indicated by horizontal lines,
the direction of transcription is indicated by arrows in the «body» of the transcripts



