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Puc. 5. IIIOTHOCTB MMKOB MapKEPOB B HHTPOHAX 3KCIPECCUPYIOIIMXCS TEHOB:
CanEEJs — uHTpOHBI, 00pa3yomuecs Ipu KAHOHHYECKUX COOBITHAX CIUIaliCHHTa;
AItEEJs — uHTpOHBI, 00pa3yromuecs Ipy pa3inIHbIX BapHaHTaX aIbTEPHATHBHOTO CIUTAHCHHTA;
CE — MHTpOHBI, 00pa3syroluecs MpH CIUIAHCHHTE C TIPOITYCKOM KacCeTHOTo 3k30Ha; RI — coxpaHsiemMble HHTPOHBI;
* — pa3nuuMs B 3HAYEHHUSX 0 YKa3aHHOMY MapKepy IocToBepHsI pu p < 0,001

Fig. 5. Density of the epigenetic marks in introns of expressed genes:
CanEEJs — introns formed during the canonical events of splicing;
AItEEJs — introns forming with different alternative splicing variants;
CE — introns formed during splicing with a cassette exon skip;
RI - retained introns; * — difference in value for the specified mark is significant at p < 0.001



