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Puc. 7. Pacnipenienenne SMUreHeTHYECKUX MapKEPOB HA TUCTAIBHBIX TPAHUIAX MEPBBIX K30HOB:
CanFE — xanoHm4eckuii nepblif 3x30H; AItFE — ansrepHaTHBHBIN IepBEIN SK30H;
* — paznuuus B 3HAYCHUSX 110 YKa3aHHOMY Mapkepy AocToBepHsI mpu p < 0,001

Fig. 7. Distribution of epigenetic markers at the distal boundaries of the first exons:
CanFE — canonical first exon; AItFE — alternative first splicing exon;
— difference in value for the specified mark is significant at p <0.001



