ala o6/b
+
= 2a0 B + = 2,0 ~
= S|
(9] Q
3 g
o 15F + g 15F
E
S 4+ 2
™ (9]
A 1,0 2 10r
2 * 2
)
S 051 4 £ 051 A L.
+ % LS
+ 4 +C 4k
0,0, :':I * na I ! | 0,0t I I |
Q \} Q Q Q \} \ \ \}
I A S SN & & &
SHRISRIC R S N N N
9 9 9 9 9 9 9 9
Koopaunarsr, der8 Koopnunarst, der8

Yucno obpasmos: + 1; & 2; @ 3; A §

Puc. 2. Jlerekuus callToB aJbTepHATHBHOTO TTOJIMAICHIIITUPOBAHUS 9K30HOB 17 (a)

u 17a (6) onkorena RUNXI-RUNXITI B knerkax t(8;21)-100XuTeNnbHOM (OPMBI OCTPOTO
MHEIIOUTHOTO JiciiKo3a mpu romoinu 74PAS. JnnHa ocu abCcIpce COOTBETCTBYET JUTHHE DK30HA.
TpaHCKPHITIHS TPOUCXOTHUT C MUHYC-IIETIH, TIO3TOMY 3'-KOHEI[ IMEET MEHBIIYI0 KOOPIMHATY.
Jlerena oToOpaxkaeT KOJMIECTBO 00Pa3IIOB, B KOTOPBIX 3a(UKCHPOBAH TOT HJIM HHOMU cailT

Fig. 2. Detection of alternative polyadenylation sites in 17 («) and 17a (b) exons
of RUNXI1-RUNXITI oncogene in t(8;21)-positive leukemic cells by TAPAS.
Horizontal axis length corresponds to exon length. Gene is transcribed from

minus strand, so 3’-end has a smaller coordinate. The legend displays a number

of samples that contains particular site of polyadenylation





