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Puc. 3. KomOHHAINM reHOTHIIOB B paMKax Mozenu Ne 2 jurst moauMop(HBIX BapUaHTOB
rs1109501 (MUC7), 137085104 (AS3MT) u rs17504622 npu ankoroiIbHOM 3aBUCHMOCTH:
I* (Genblit LBET) — pa3IMyMsl MEXK/Y YaCTOTOW BCTPEYaEMOCTH F€HOTHIIA B OCHOBHOM TpyIIIe
U IPYIIIe CPABHEHNSI CTATHCTUYECKH He3HAYUMBI; 2* (CBETIIO-CepHIi I[BET) — COUETAaHNE TEHOTHUIIOB,
CBSI3aHHOE C HU3KHM PUCKOM Pa3BUTHS aJIKOTOJIBHON 3aBUCUMOCTH (TIPOTEKTUBHBIN 3(h(HeKT);
3* (TeMHO-CepbIii LIBET) — COUYETAHHE IeHOTHIIOB, CBSI3AHHOE C BHICOKMM PHCKOM Pa3BHUTHS
QJIKOTOJIEHOM 3aBHCUMOCTH (TIaToreHeTHIeckuit a(dexr)

Fig. 3. Combinations of genotypes within model No. 2 for polymorphic variants
rs1109501 (MUC?7), rs7085104 (AS3MT) and rs17504622 for alcohol dependence:
1* (white color) — differences between the frequency of occurrence of the genotype

in the main group and the comparison group are statistically insignificant;
2% (light gray color) — a combination of genotypes,
associated with a low risk of alcohol dependence (protective effect);
3* (dark gray color) — a combination of genotypes,
associated with a high risk of alcohol dependence (pathogenetic effect)



