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Puc. 1. Onenka pacrnpeneneHus IeIeBoro Oeka B pacTBOPUMON
¥ HEPacTBOPUMON (pakiusx OaKTepHaIbHOTO JIN3aTa:
1 — oTpunaTenbHbIH KOHTPOJIb (001 OeNTOK 13 KIeTOK 03 PeKOMOMHAHTHBIX IIa3MHUN);
2 — TONOXXUTENBHBIA KOHTPOJIb (001muii O6enok u3 kireTok ¢ mramunoit pET-TP3);
3 — oOmmit Genok u3 kinetok ¢ mrazmunoit pET-SOP;
4 — HepacTBOpUMas (ppakifust OEIKOB U3 KIETOK ¢ miazMuaoit pET-SOP;
5 — pactBopuMmas ppakius 6eJIKoB 13 KIIeToK ¢ rrasmunoil pET-SOP;

M — Mapkep MOJIEKYISIpHOI Macchl (cripaBa yka3zaHsl pasmepsl 0enkoB (k/1a)). KpacHoit u uepnoii
cTpenkamu 0003HaueHbI 1esneBoi oenok SOP (26,35 kJla) u 6enok TP (25 k/la) coOTBETCTBEHHO

Fig. 1. Estimation of target protein distribution in soluble and insoluble fractions of bacterial lysate:
1 —negative control (total protein from cells without recombinant plasmids);
2 — positive control (total protein from cells with pET-TP3 plasmid);
3 — total protein from cells with pET-SOP plasmid; 4 — insoluble fraction of proteins from cells
with pET-SOP plasmid; 5 — soluble fraction of proteins from cells with pET-SOP plasmid;
M — molecular weight marker (on the right are shown the protein sizes (kDa)).
Red and black arrows indicate the target SOP protein (26.35 kDa) and TP protein (25 kDa) respectively



