o/b

Amanus pejiokc-cencopa B HapyxKyBbipsmisioniem K -kanane GORK (Hauano):
a — pacnionoxkenne {uc-151 B xanane GORK (I1 — nopa, 1uT. — nuTomasma);
6 — KOHCePBATHBHBII OCTAaTOK IIMCTEHHA y BBICIIMX PACTEHHI, T€HOMBI KOTOPHIX AaHHOTHPOBAHBI
B 0a3e nanubix EMBL-EBI (Bp — Brassica rapa subsp. pekinensis (Lour.) Hanelt.,
Br — Brassica rapa L., Nc — Noccaea caerulescens (J. Presl & C. Presl) F. K. Mey.,
Cs — Camelina sativa (L.) Crantz, Rs — Raphanus sativus L., Th — Tarenaya hassleriana (Chodat) Iltis)

Analysis of the redox sensor in the outwardly-rectifying K channel GORK (beginning):
a — location of Cys-151 in the GORK channel (IT — pore, nut. — cytoplasm);
b — a conserved cysteine residue in higher plants whose genomes are annotated
with EMBL-EBI (Bp — Brassica rapa subsp. pekinensis (Lour.) Hanelt.,
Br — Brassica rapa L., Nc — Noccaea caerulescens (J. Presl & C. Presl) F. K. Mey.,
Cs — Camelina sativa (L.) Crantz, Rs — Raphanus sativus L., Th — Tarenaya hassleriana (Chodat) Iltis)

T'en AMWHOKHCIIOTHAS TIOCJIEA0OBATCIIBHOCTh Honoxenme

AMHUHOKHCJIOTBI
AtSKOR|KSTFI I DLLACMPWDIIYKAA 168
AtGORK|KSHFLMDFIGCFPWDLIYKAS 151
BpGORK|KSHFF LDLVSCFPWDLIYKAS 150
BrGORK|KSHFF LDLVSCFPWDLIYKAS 150
NcGORK|KSHFFLDFVSCFPWDLIYK VS 151
CsGORK|[KSHFLMDFISCFPWDLIYKAS 154
RsGORK|KSHFFLDLVSCFPWDLIYKAS 151
ThGORK|KSDFI VDLLSCLPWDLIFKAS 156
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Awnanus pesiokc-cencopa B HapyKyBbipsimisiomnieM K -kanane GORK (okoHuanme):
6 — Hapy’)KyHanpaBJICHHbBIE K'-Toku B OTBET Ha BO3JIEHCTBUE CMECH, reHepupyomei
THIPOKCHIIBHBIE paguKaibl (1 MmO/ Cu*', 1 mmons/m L-ackopOHHOBOH KHCIIOTHI,
1 mmons/a1 H,0,). Onncanue reHeTHYecKuX MOAU(UKANNil IPHBOJUTCS B TEKCTE.
Hcnonp3oBaHHbIE METOAUYECKHUE IMOAXOAbI, SKCIIEPUMEHTAJIbHBIC PACTBOPLI
1 TeXHHKA MOJy4YeHHs IIPOTOINIACTOB paHee onmcaHbl B padorax [16; 40; 138]

Analysis of the redox sensor in the outwardly-rectifying K" channel GORK (ending):
¢ — outwardly-directed K currents in response to a hydroxyl
radical-generating mixture (1 mmol/L Cu®*, 1 mmol/L L-ascorbic acid, 1 mmol/L H,0,).
Genetic modifications are described in the text. Techniques are previously described elsewhere [16; 40; 138]



