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Puc. 2. Oxnpnaemast oprann3anust pparMeHTa 0aKTepruaaIbHOr0 FTeHOMa KIIETOK B. subtilis
nocne uHTerpanuu miasmMuasl pMUTIN4AaroK.

IlocnenoBarensHOCTH TeHOB tmrB 1 aroK 0003Ha4YEHBI 3aJTUBKOM KPACHOTO M CHHETO I[BETa COOTBETCTBEHHO.
Jl111 BOCCTaHOBIICHHBIX IIOCJIE HHTETPALUY [I0CIEJ0OBATEIbHOCTEH FE€HOB yKa3aHO HaIlpaBJIeHUE
OTKPBITHIX PaMOK cuuThIBaHUS. DparMeHTsI reHOB tmrB u aroK, IpeAcTaBIeHHbBIE HAYaIbHON 00JIaCThIO
OTKPBITOM pPaMKH CYMTHIBAHMS, 0003HAYEHBI 3JIMBKOM KPACHOTO M CHHETO LIBETA U MOJNUCAHbI KaK tmrB' u aroK’

Fig. 2. Expected organisation of a fragment of the bacterial genome of B. subtilis
after integration of the plasmid pMUTIN4AaroK.
The tmrB and aroK gene sequences are indicated by red and blue shading respectively.
For the sequences obtained after integration are shown the direction of the open reading frames.
Fragments represented by the initial region of the tmrB and aroK genes (open reading frames)
are indicated by red and blue shading and signed as tmrB' and aroK’



