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Puc. 1. CTpykTypa y4acTka XpoMOCOMBI mrtamma E. amylovora E2,
cojieprkalnero reH bssS (0003HaYCH paMKO# KPacHOTO 11BETA).

B pesynsrare myTareHesa c ucnonszosanneM merona «PCR-based one-step inactivation of chromosomal genes»
reH bssS ObUT 3aMEIeH Ha TeH YCTOMYMBOCTH K KaHAMHUIMHY kan (0003HaYeH paMKOW CHHETO IIBETa).
DHOIETOBBIM IBETOM OTMECYCHBI MECTA IMOCAAKHU HMCIIOJIb30BaAHHBIX HpaﬁMepOB.

H3o0paxeHue NOIydeHO ¢ TOMOIIEI0 porpammel SnapGene (GSL Biotech, LLC, CILIA)

Fig. 1. Structure of E. amylovora E2 strain chromosome segment, containing bssS gene (highlighted in red colour).
As the result of mutagenesis using the PCR-based one-step inactivation of chromosomal genes method,
the bssS gene was replaced by the kan kanamycin resistance gene (highlighted in blue colour).
Primer locations used in the study are indicated in purple colour.
Image was created using SnapGene software (GSL Biotech, LLC, USA)



