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Puc. 3. Cxema co3nanust peKOMOMHAHTHOH tuta3Muiel pNZ::spike 1 mpoBepKa SKCIIPEeCCHH LEJICBOTO reHa:
a — CTpaTerus KOHCTPYHPOBAHHS IKCIIPECCHOHHOM u1azmuabl pNZ::spike;
6 — anextpodoperpamMma ¢ pparMeHTaMu PECTPUKIINH, HCTIONB30BAHHBIMA
B IIPUTOTOBJICHUH JIMTUPYFOLICH CMeCH JUTs OCeAyoIeii Tpanchopmaru Oaktepuii B. subtilis 168
(M — mapxkep monekynsipHoit Macchl pparmentoB JAHK (Thermo Scientific; xat. No SM0311));
6 — pe3ynbrat uaeHTudukanyu oenkos ¢ RBD B kierkax mramma L. lactis pNZ::spike
(I — nmu3ar xi1eTok 06e3 HHIYKINH, 2 — TU3aT KICTOK MOCIe HHAYKIIMA HU3UHOM,
3 — monoxxutensHEIH KoHTpots RBD, M — mapkep MonexymsapHoit Maccsl Oenka (Bio-Rad; xat. Ne 161-0376))

Fig. 3. The scheme of recombinant plasmid pNZ::spike construction and verification of target gene expression:
a — the strategy of expression plasmid pNZ::spike engineering;
b — electropherogram of restriction fragments used in the ligation with the following transformation
of B. subtilis 168 cells (M — DNA fragment molecular weight marker (7hermo Scientific; catalog No. SM0311));
¢ —result of identification of proteins with RBD in L. lactis pNZ::spike cells
(1 — cell lysate without induction, 2 — nisin-induced cell lysate,
3 — RBD positive control, M — protein molecular weight marker (Bio-Rad; catalog No. 161-0376))



