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Puc. 4. Tlouck Texuuueckux apredaxros B Habope EEJs rubpuanoro onkorena
RUNXI-RUNXITI, unentudunupoBanHbIX ¢ momonbio RNA-Seq:

a — cymectBeHHas yactb EEJs, HIeHTHOUINPOBaHHBIX ¢ TOMOIIbI0 TexHOonorun RNA-Seq B TpaHCKpUITOMe
KieTok jJuHun Kasumi-1 kak mis rubpunsoro onkorena RUNXI-RUNXIT, Tak v Ajist APYTUX T€HOB,
XapaKTepU3YIOTCs OUCHb HU3KUM YPOBHEM IKCIIPECCUM. J{JIs1 CHUMKEHUS 1ITyMa B 3KCIIEPUMEHTAIbHBIX JaHHBIX
Takye I0xo noarsepskaaeMsie EEJs MOTyT OBITE yCTpaHEHSBI Ha Tale Pa3BeJOYHOTO aHAM3a JAHHBIX;

6 — pactipenenenue EEJs o aucranumsiM crutaiicura (JUIMHE HHTPOHOB).

Ha rpa¢uxe npencTasieHsl pe3ynbTaThl aHAIN3a TPeX HaOOpOB JaHHEIX:

EEJs, unentuunupoBanHsix B Tex Mojiekynax PHK denoseka, koropsie nemonupoBansl B 6a3e nanHbpx NCBI RefSeq (1);
Bcex EEJs, nnentuduimpoBanssix ¢ nomorsio texuonoruu RNA-Seq B Tpanckpunrome kietok auaud Kasumi-1 (IT);
EEJs rubpunnoro oukoreHa RUNX1-RUNXITI, nneHTROUIIHPOBAHHBIX
¢ momoIsio TexHonorud RNA-Seq B TpaHckpuntome kieTok auand Kasumi-1 (I11);

6 — EEJs rubpunnoro oukorena RUNXI-RUNXITI, unentuduunpoBannsie mo TexHosnornu RNA-Seq, MOTyT ObITh yCIIEIIHO
BaJINTUPOBAHEI METOJIOM OOpaTHOM TPAHCKPHUIIIHHA U TOCIEAYIOMEeH aMIITH(UKAIINH C TOMOIIBIO IIOJIMMEPa3HON IETHON PeaKIHH.
B kauecTBe npumepa npeacTaBieHa BaTUAAINS YK3UTPOHA, OOHAPYKEHHOTO B KAHOHHYECKOM 3K30HE 12 (Tpek 1, BeIaeneH
rofyobIM 1[BeTOM) ribOpuaHoro onkoreHa RUNX1-RUNXITI metonoMm ToTaibHOM (Tpek 2) win HarmpasieHHoH (Tpek 3) RNA-Seq.
Ha snexrpodoperpamMme nokasan pe3ynbraT KOHTPOJIBHON (6e3 xIHK-marpurp:, NTC) n cienududeckoit
(mocnie obparHoit TpaHCKpI/IHHI/II/I RT") amniuduxanum.

M — mapkepsi Thermo Scientific™ GeneRuler™ DNA Ladder Mix

Fig. 4. Identification of technical artifacts among EEJs of the fusion oncogene RUNXI-RUNXITI detected by RNA-Seq:
a — substantial part of EEJs detected by RNA-Seq in the transcriptome of Kasumi-1 cells demonstrates very low level
of expression. This remains true for both fusion oncogene EEJs and EEJs of other genes expressed in leukemia cells.
To reduce the noise in the experimental data, such poorly supported EEJs can be eliminated during the exploratory data analysis phase;
b — distribution of EEJs on splicing distances (or introns length).
This plot shows the results of the analysis of three data sets: EEJs retrieved from human NCBI RefSeq RNAs (I);
all EEJs identified by RNA-Seq in the transcriptome of Kasumi-1 cells (II);
EEIJs of the fusion oncogene RUNXI-RUNXITI detected by RNA-Seq in the transcriptome of Kasumi-1 cells (III);
¢ — RNA-Seq detected EEJs of the fusion oncogene RUNXI-RUNXITI can be succesfully
validated by reverse transcription and polymerase chain reaction.
Validation of exitron located in canonical exon 12 (track 1, sky blue rectangle) of the fusion oncogene RUNXI-RUNXITI
is presented as example. Exitron was detected by RNA-Seq on total RNA (track 2) or only RNA
of the fusion oncogene (track 3). Electrophoregram demonstrates the results of control (without cDNA template, NTC)
and specific (after reverse transcription, RT ") amplification. M — markers Thermo Scientific™ GeneRuler™ DNA Ladder Mix



