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CapsP1
[AAAAAGCTTATGACGTATACCCGTC

5 ®\ 22aaagCcttATGACGTATACCCGTCGTCGTTACCGCCGTCGTCGTCATCGCCCGCGCAGCCATCTGGGCC

| | | | | | | | | | | | | | |
70
I T T T T T T T T T T T T T T
3 tttttcgaaTACTGCATATGGGCAGCAGCAATGGCGGCAGCAGCAGTAGCGGGCGCGTCGGTAGACCCGG
>
CapsPshort
333339CttATG e e eTCaTAAAA
AGATCCTGCGCCGCCGCCCGTGGCTGGTGCATCCGCGCCATCGTTACCGCTGGCGTCGTAAAAACGGCAT
Il | Il | Il | Il | Il | Il | Il |
} } } } } } 140

T T T T T T T T
TCTAGGACGCGGCGGCGGGCACCGACCACGTAGGCGCGGTAGCAATGGCGACCGCAGCATTTTTGCCGTA

>

Puc. 4. OTkpbITast paMKa CYNTHIBAaHHS ONTUMHU3UPOBAHHOIO TeHa OesIKka Karcuaa HUPKOBHpPYcCa.
IMoka3zanbl paiiMepbl, KOTOPBIME IPOBONIIACH AMILTH()UKALIHSL:
a — CXeMaTHIHOe M300pakeHUE MOCIIe[0BATSIBHOCTH;
6 — 5'-KOHeI| TeHeTHYECKOH MOCIIeI0BaTeNIbHOCTH C MpaiiMepamMu
JUTS IOJTHOPA3MEPHOTO U YKOPOUCHHOTO TeHa
Fig. 4. Open reading frame of the optimized circovirus capsid protein gene.

The primers used for amplification are shown: a — schematic representation of the sequence;
b —5'-end of the genetic sequence with primers for the full-length and the truncated gene



