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Puc. 2. KomOnHanmy reHOTHIIOB B pamMkax Mozesu Ne 1 jurst moaumMop(HBIX BapHaHTOB
154356203 (PIK3C2A4), 1573229090 (EPHX2) 1 12273500 (CHRNA4) nipu ajKOTOIBHON 3aBHCUMOCTH:
1* (Oenplif IBET) — PA3IMYUS MEXIY YaCTOTON BCTPEYaEMOCTH I'€HOTHIIA B OCHOBHOH IpyIie
1 TPYIIIe CPAaBHEHUSI CTATHCTUYECKH He3HAYNMBI; 2* (CBETJIO-CEPBIN LIBET) — COUeTaHHE FeHOTHIIOB,
CBSI3aHHOE C HI3KHM PHCKOM Pa3BUTHS aJKOTOIBHOHN 3aBUCUMOCTH (TIPOTEKTHBHBIH (P deKT);
3* (TeMHO-Cepblii IIBET) — COYETAaHNUE TEHOTUIIOB, CBSI3aHHOE C BBICOKUM PUCKOM Pa3BHTHSL
QJIKOTOJIHOM 3aBHCHMOCTH (ITaToreHeTHIecKui addexr)

Fig. 2. Combinations of genotypes within the framework of model No. 1

for polymorphic variants rs4356203 (PIK3C2A4), rs73229090 (EPHX?2)
and 152273500 (CHRNA4) in alcohol dependence:
I* (white color) — differences between the frequency of occurrence of the genotype
in the main group and the comparison group are statistically insignificant;
2* (light gray color) — a combination of genotypes, associated with a low risk
of alcohol dependence (protective effect); 3* (dark gray color) — a combination of genotypes,

associated with a high risk of alcohol dependence (pathogenetic effect)



