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Puc. 1. Obuias cxema MHUKAMATHOTO yTH Y B. subtilis
(cocTaBieHO Ha OCHOBE IAHHBIX MCTOUYHUKOB [15—17] ¢ nonomHeHusIMH).
HazBanwus reHoB npuBeneHbI 11 reHoMa B. subtilis 168 (coopka NC_000964.3)

Fig. 1. General scheme of the shikimate pathway in B. subtilis
(compiled on the basis of data from sources [15-17] with additions).
The names of the genes are given for B. subtilis 168 genome (assembly NC_000964.3)



