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Puc. 1. Ctpykrypa Oenka S Bupyca SARS-CoV-2 (koopaunatsl coriacHo 6a3e nanubix UniProtKB — PODTC2).

Hcnonezyembie o603Hauenust: SP — curnaneabiil mentum; NTD — N-koH1eBoit 1oMeH;
RBM - perentopessizbiBaroniuit Motus; SD1 — cybnomen-1; SD2 — cydnomen-2;

FP — nentun cnusinus; HR1 — renragusiii nosrop — 1; HR2 — renragueiii nosrop — 2;

TM — tpancmeM6pannast oonacts; [C — BHYTPHKIETOUHBIH JOMEH
Fig. 1. Structure of the S protein of the SARS-CoV-2 virus (coordinates according to the UniProtKB database — PODTC2).
Symbols: SP — signal peptide; NTD — N-terminal domain; RBM — receptor-binding motif;
SD1 — subdomain-1; SD2 — subdomain-2; FP — fusion peptide; HR1 — heptad repeat — 1;

HR2 — heptad repeat — 2; TM — transmembrane region; IC — intracellular domain



