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Puc. 5. AxtuBHsIi nentp 6enka O. CieBa — CTPyKTypa CBSI3aHHOTO JIMTaH/a, OTIMYAIOIIETocs oT cyOcTpara 6enka MurB
Ha oxny Tpymnmy CH,, BEIIeTIeHHYTO 3eJIeHbIM IIBETOM. YepHBIMU THHUAMH 0003HAUCHBI BOJOPOHBIE CBSI3H
MeXIy MoJeKyIoii cyocrpara u Oenxom O. CBs3biBatoIe cyOCTpaT aMUHOKHUCIIOTHBIE OCTATKH
6enka O BBIIEICHBI CHHUM IIBETOM, HX KOH(popManuu B anodopme Oenka O — 3eTeHBIM.
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Fig. 5. Active site of protein O with bond molecule of derivative of natural substrate with extra CH, group,
shown at left. Black lines stand for hydrogen bonds. Conformations of aminoacid residues in the apoform
of protein is colored in blue, in the holoform — in green. Only flavine heterocycle of FAD is shown



